4673 ENSG00000187109 NAP1L1 nucleosome assembly protein 1-like 1 I 14 0.250401 0.312352 0.98787 0.768802 1.18575 9.237735 39.96881 3.37E-05 0.000244 8 55681_at 55681 ENSG00000136021 SCYL2 SCY1-like 2 (S. cerevisiae) kinase I 25 0.307419 0.375136 0.88439 0.980822 1.144875 6.995242 48.05417 1.75E-05 0.00015 8 140862_at 140862 ENSG00000101230 ISM1 isthmin 1 homolog (zebrafish) NI 11 0.304685 0.414002 0.806159 0.761327 1.328285 3.596823 21.57284 0.000288 0.001296 8 2531_at 2531 ENSG00000119537 KDSR 3-ketodihydrosphingosine reductase Secreted I 32 0.395682 0.303071 0.826292 0.778059 1.002327 7.064127 20.70044 0.000331 0.001454 8 25831_at 25831 ENSG000000921489896 ENSG00000112367 FIG4 FIG4 homolog, SAC1 lipid phosphatase domain containing (S. cerevisiae) I 10 1.339713 1.125626 0.559476 0.852038 0.162485 7.976578 47.01404 1.89E-05 0.000158 8 387893_at 387893 ENSG00000183955 SETD8 SET domain containing (lysine methyltransferase) 8 I 9 0.882339 1.171771 0.641837 0.950874 0.688793 6.339448 59.11427 8.32E-06 8.63E-05 8 493856_at 493856 ENSG00000145354 CISD2 CDGSH iron sulfur domain 2 I 11 0.858824 1.109061 0.659923 0.910309 0.629045 9.078166 65.31648 5.80E-06 6.74E-05 8 2687_at 2687 ENSG00000099998 GGT5 gamma-glutamyltransferase 5 Secreted NI 19 0.802869 1.202653 0.568861 1.010215 0.604391 4.070337 38.84606 3.72E-05 0.000264 8 4794_at 4794 ENSG0000014623255843 ENSG00000075884 ARHGAP15 Rho GTPase activating protein 15 NI 19 -0.78332 -1.04785 -0.52732 -0.75003 -0.40466 3.765954 10.78351 0.002795 0.008502 5 401466_at 401466 ENSG00000176731 C8orf59 chromosome 8 open reading frame 59 I 25 -0.8308 -1.07821 -0.61617 -0.84112 -0.73412 8.848543 43.78466 2.43E-05 0.000191 5 6894_at 6894 ENSG00000059588 TARBP1 TAR (HIV-1) RNA binding protein 1 I 11 -0.96 -1.01597 -0.5005 -0.83987 -0.76208 7.043726 60.96286 7.44E-06 7.99E-05 5 191_at 191 ENSG00000101444 AHCY adenosylhomocysteinase I 18 -0.
